
GenePattern workshops will be held: February 4 & 11, 2009 from 9am-5pm at the Broad Institute
in Cambridge, MA. Register here.

•   

GenePattern 3.1.1 was released on 7/21/08, containing a number of improvements in display speed,
increase in the size of files that can be analyzed, and enhanced broadcast messaging to users. See the
release notes for more information.

•   

The GISTIC (Genomic Identification of Significant Targets in Cancer) module has been released on
the public GenePattern server. GISTIC analyzes SNP copy number data to identify chromosomal
regions containing significant broad and focal amplifications or deletions. The method is described in
Beroukhim et. al, PNAS vol. 104 no. 50 20007-20012.

•   
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http://www.broad.mit.edu/cgi-bin/cancer/software/genepattern/workshop/gp_workshop_reg.cgi
http://www.broad.mit.edu/cancer/software/genepattern/doc/relnotes/3.1.1/
http://genepattern.broad.mit.edu/gp
http://www.pnas.org/cgi/reprint/0710052104v1
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